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Figure S1. Timed phylogeny with resistance mutations mapped to nodes. Only mutations present in at least two isolates were mapped. The colored boxes

at the bottom time-bar indicate the timing of individual mutation events.
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Figure S2. Root-to-tip regression including various sample sets.
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Figure S3. Calculated TMRCA of all isolates following tip-randomization.
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Figure S4. Calculated TMRCA of the Afghan strain family following tip-randomization.
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Figure S5. Tipdate-calibrated Beast phylogeny including all 85 isolates showing posterior probabilities of individual nodes



Samara_1850M_cB_2009
Samara_08640Q_cB_2008
Samara_1709.J_2009
Samara_1358C_2009
Turk_10107_2001
"""" - Turk_B888_2001
Turk_B886_2001
Uzb_709_2005
Samara_0435Z_2008
Uzb_9686_2004
Kaz_4461_2002
Samara_1128C_2009
Uzb_3811_2005
........ - Uzh_694_2005
Uzb_10735_2004
........ - Uzb 7842 2005
Uzb_8052_2005
Uzb_711_2005
Uzb_10530_2005
............ Uzb_10529_2005
Kaz_d4418_2002
Samara_0608M_2009
Turk_8889_2001
------------ Samara_1542C_2009
Afgh_2280_2007
-------- -+ Moldova_Borstel_MD8r_2009
Moldova_Borstel_MD71s_2008
Samara_1743W_2009
Uzb_10734_2004
-------- - Samara_162TVv_2009
Samara_1818C_2009
- AZB_7454_2008
Samara_1782N_cA_2009
-------- - Samara_1409H_cA_2009
Samara_2283H_2009
"""""""" Samara_2487E_2009
Samara_2015R_2009
Turk_49_2002
Turk_1232_2002
------------ Samara_1653Y_2009
KAZ_9820_2008
"""""""" Samara_0926H_2009
Samara_2145H_2009
Samara_1047P_2008
Uzb_679_2004
463 B Samara_1451D_2009
[ T Samara_2142E_2008
L4 5504 4813 41.36 Samara_0754W_20098
Samara_0987Z_2009
------------ Samara_1353X_2009
424849_2013.66
* Iran_1500_2003
Denmark_R05-52_2005
500882_2015.63
10532_2010.79
Afgh_Borstel_6393_2004
Afgh_Borstel_12000_2010
< 11182_2011.01
Denmark_R08-113_2008
334 -~ 12516_2011.34
19341_2012.02
""""" 418848_2013.39
446790_2014.35
B72_2015.30
D4210_2015.69
-+ 450190_2014.36
T5069_2013.14
3P, . 428275 _2013.80
533 at6087 2013 26
2 56050_2013.10
46976_2012.70
35158_2012.50
22332_2012.13
413758_2013.30
428789_2013.76
414772_2013.32
434745_2013.96
1414_2014.12
© 445258_2014.27
418189_2013.34
414556_2013.27
243 414757_2013.30
ST 413556_2013.27
— 13506_2011.39
21100031_2009.89

53.98

46.81

- 51.82

42,69

Fo1

8.0

Figure S6. Tipdate-calibrated Beast phylogeny including all 85 isolates showing individual node ages.



Supplementary table S1. Model comparison using posterior simulation-based analog og Akaike’s information criterion (AICM)

Afghan strain family
Demographic model comparison

AICM S.E. Constant Exponential Logistic Skyride Expansion
Constant 32398179.2 +/-0.133 - -14.315 1.663 -28.481 -8.517
Exponential 32398164.9 +/-0.148 14.315 - 15.978 -14.166 5.798
Logistic 32398180.9 +/-0.154 -1.663 -15.978 - -30.144 -10.18
Skyride 32398150.7 +/-0.111 28.481 14.166 30.144 - 19.964
Expansion 32398170.7 +/-0.128 8.517 -5.798 10.18 -19.964 -

Clock model comparison
Strict Lognorm relaxed
Strict 32398150.7 +/-0.077 - 5.61
Lognorm relaxed 32398156.3 +/-0.039 -5.61 -

Central Asian Clade

Clock model comparison
Strict Lognorm relaxed
Strict 32433074.8 +/- 0.165 - -32.735
Lognorm relaxed 32433042.1 +/-0.257 32.735 -




