DRAL

a N b N d
O o 22 -In(p-value)
_ ) = : 0o 17 Srebf1
:tl 41 :. 8, Scdi Fatty acid biosynthesis 11 "g 15- re
e | Fasp/ Acaca 2D | Fasn Extracellular exosome 30 % =
o Apog St o0& Apoe Triglyceride metabolism 10 ‘%104 0.07 TL_l
9 0; i Lo 'A}Mm 7S 49 Mitochondrion 24 ":E;
IR Srebft S Acly Extracellular matrix 9 8 5
O 0 Phospholipid biosynthesis 6 .
"N" —41, : . % 0 ; ) Endoplasmic reticulum 17 § 0
8’ -4 0 4 8 0 4500 9000 Respiratory chain [] 3 <z:’ A O
~ log2FC (DR vs AL) Gene number @6‘ @o\ @“\‘0
No sianif — — KA
o significant change N
@ Top 50 Switch—resistant -3 0 3 )
log2FC DR/ ALDR [ AL DR [ ALDR
e

F——— Fatty acid synthesis ——— — Desaturation / Elongation —
Citrate —> Acetyl-CoA—> Malonyl-CoA—3= Palmitate —3 Palmitoleate ———>

Acly ACC Fasn Scd1 Elovi6
) S 1.5- %10,
|5| lﬁl lﬁ' * Kk k .AL
e £ 1.0 2 o WoR
S 5 Sos{™ . W ALDR
o] [e] [e]
o © 0.51 o DRAL
£ E £ .
2 g o g o
@@@@0&& @a&@@;@ @@\&O&‘;@
S SF e S
& S S N
) ) )
f h i ..
Free fatty acids  Palmitate Palmitoleate Lipid classes .
(16:0-FA) (16:1-FA) | 8 Facn
d’ * k% - = .
= 4 T okkk kKK 2' 008' o - - | E:\EA
% — —_— * k% *kk el = l Pl
- e T *kk  hkk = B | E EE
m i T - I E
E 24 b1 0.041, 1 - -i};/g---
o (] = L i FaGCoA
o - — - - ||
= | = - - = B
@ 0- 0- 0- = B == I}CE
= alG
Q . & DRI Q L. v TG
& & & & & & @@ (o@ SaIRV AN SR
S92 2 S92 NP W
& & & v
£9) S £9) ¥ Abundance [A.U]] [ Phospholipids
o mm [ Sphingolipids
-4 0 4 [l Neutral lipids



