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	rs
	MAF
	SNP type
	Gene
	In study
	Rejected
	HWE

	rs10185028
	0.229
	Haplotype tagging SNP
	REL
	N
	Sample success 
<85%

	rs10203477
	0.367
	Haplotype tagging SNP
	REL
	Y
	
	

	rs1020760
	0.47
	Conserved non-coding SNPs
	NFKB1
	N
	Failed Sequenom
	

	rs10424046
	0.5
	Haplotype tagging SNP
	RELB
	Y
	
	

	rs1044284
	FHCRC:POPU1 NORTH AMERICA:G 0.375,A 0.625
	3'UTR
	NFKBIB
	N
	Failed Sequenom
	

	rs10782383
	0.26
	Synonymous coding, frameshift coding
	NFKBIA
	N
	Failed Sequenom
	

	rs11879872
	0.22
	Haplotype tagging SNP
	NFKBIB
	Y
	
	

	rs12609547
	0.409
	Haplotype tagging SNP
	RELB
	Y
	
	

	rs13031237
	0.4
	Haplotype tagging SNP
	REL
	Y
	
	

	rs13117745
	0.183
	Haplotype tagging SNP
	NFKB1
	Y
	
	

	rs1409112 
	0.2
	Conserved non-coding
	NFKBIE
	Y
	
	

	rs1609993
	0.09
	Synonymous coding
	NFKB1
	N
	Sample success <85%, MAF <10%
	N

	rs170731
	0.33
	Conserved non-coding SNPs
	NFKB1
	Y
	
	

	rs17417066
	0.32
	Synonymous coding
	NFKBIA
	N
	Failed Sequenom
	

	rs1801
	0.37
	Conserved non-coding SNPs
	NFKB1
	Y
	
	

	rs1957106
	0.3
	Synonymous coding
	NFKBIA
	Y
	
	

	rs2007960
	0.39
	Haplotype tagging SNP
	NFKBIA
	Y
	
	

	rs2053071
	0.35
	Haplotype tagging SNP
	NFKBIB
	Y
	
	

	rs2071592
	0.347
	Haplotype tagging SNPs, 5upstream
	NFKBIL1
	Y
	
	

	rs2230365
	0.14
	Synonymous, Haplotype tagging SNPs
	NFKBIL1
	N
	Failed Sequenom
	

	rs2233406
	0.19
	5upstream, Promotor polymorphism
	NFKBIA
	Y
	
	

	rs2233409
	0.24
	Conserved non-coding/Promotor polymorphism
	NFKBIA
	Y
	
	

	rs2239705
	0.18
	Non-coding, Haplotype tagging SNPs
	NFKBIL1
	Y
	
	

	rs2239707
	0.367
	Haplotype tagging SNP
	NFKBIL1
	Y
	
	

	rs2241704
	0.133
	Haplotype tagging SNP
	NFKBIB
	Y
	
	

	rs2241705
	0.255
	Haplotype tagging SNP
	NFKBIB
	Y
	
	

	rs2282151
	0.184
	Haplotype tagging SNP
	NFKBIE
	Y
	
	

	rs230534
	0.33
	Conserved non-coding SNPs
	NFKB1
	Y
	
	

	rs230540
	0.375
	Haplotype tagging SNP
	NFKB1
	Y
	
	

	rs2523502
	0.18
	Intronic, TFBS, Haplotype tagging SNPs
	NFKBIL1
	Y
	
	

	rs28362491
	0.34
	5upstream, ins-del
	NFKB1
	N
	Sample success <85%
	N

	rs2844482
	0.158
	Haplotype tagging SNP
	NFKBIL1
	Y
	
	

	rs2844484
	0.37
	5Upstream, conserved non-coding, Haplotype tagging SNPs
	NFKBIL1
	Y
	
	

	rs2857605
	0.275
	Haplotype tagging SNP
	NFKBIL1
	Y
	
	

	rs2965174
	0.442
	Haplotype tagging SNP
	BCL3
	Y
	
	

	rs3130062
	0.12
	Non-synonymous, Haplotype tagging SNPs
	NFKBIL1
	N
	Failed Sequenom
	

	rs3136642
	FHCRC:POPU1 NORTH AMERICA:G 0.425,A 0.575
	3'UTR
	NFKBIB
	N
	Failed Sequenom
	

	rs3136643
	FHCRC:POPU1 NORTH AMERICA:G 0.8,A 0.2
	3'UTR
	NFKBIB
	N
	Failed Sequenom
	

	rs3136644
	FHCRC:POPU1 NORTH AMERICA:G 0.275,A 0.725; PERLEGEN:AFD_EUR_PANEL NORTH AMERICA:G 0.3125,A 0.6875; PERLEGEN:AFD_AFR_PANEL NORTH AMERICA:G 0.217391,A 0.782609; PERLEGEN:AFD_CHN_PANEL NORTH AMERICA:G 0.354167,A 0.645833
	3'UTR
	NFKBIB
	N
	Failed Sequenom
	

	rs3136645
	FHCRC:POPU1 NORTH AMERICA:T 0.725,C 0.275
	3'UTR
	NFKBIB
	N
	Failed Sequenom
	

	rs3136646
	0.183
	Haplotype tagging SNP
	NFKBIB
	Y
	
	

	rs3138045
	0.18
	Haplotype tagging SNP
	NFKBIA
	Y
	
	

	rs3138053
	0.19
	5upstream, Promotor polymorphism
	NFKBIA
	Y
	
	

	rs3138056
	0.27
	Haplotype tagging SNP
	NFKBIA
	Y
	
	

	rs3732179
	CSHL-HAPMAP:HapMap-CEU EUROPE:A 0.3,G 0.7; CSHL-HAPMAP:HapMap-HCB EAST ASIA:A 0.811,G 0.189; CSHL-HAPMAP:HapMap-JPT EAST ASIA:A 0.807,G 0.193; CSHL-HAPMAP:HapMap-YRI WEST AFRICA:A 0.583,G 0.417
	3downstream, haplotype tagging SNP
	REL
	Y
	
	

	rs3774932
	0.36
	Conserved non-coding SNPs
	NFKB1
	N
	Sample success <85%

	rs4648090
	0.117
	Haplotype tagging SNP
	NFKB1
	Y
	
	

	rs4648127
	0.1
	Haplotype tagging SNP
	NFKB1
	N
	MAF <10%
	

	rs4698863
	0.375
	Haplotype tagging SNPs, intergenic
	NFKB1
	Y
	
	

	rs4803006
	0.417
	Haplotype tagging SNP
	NFKBIB
	Y
	
	

	rs4803789
	0.331
	Haplotype tagging SNP
	RELB
	N
	Failed Sequenom
	

	rs483536
	TSC-CSHL:SC_12_AA NORTH AMERICA:A 0.357143,T 0.642857; SEQUENOM:CEPH MULTI-NATIONAL:T 0.48,A 0.52; CSHL-HAPMAP:HapMap-CEU EUROPE:T 0.333,A 0.667; CSHL-HAPMAP:HapMap-HCB EAST ASIA:T 0.633,A 0.367; CSHL-HAPMAP:HapMap-JPT EAST ASIA:T 0.58,A 0.42; CSHL-HAPMAP:HapMap-YRI WEST AFRICA:T 0.267,A 0.733
	5upstream, haplotype tagging
	NFKBIE
	Y
	
	

	rs6812747 
	0.41
	Conserved non-coding SNPs
	NFKB1
	N
	Failed Sequenom
	

	rs6929796
	0.15
	Intronic, TFBS, Haplotype tagging SNPs
	NFKBIL1
	N
	Failed Sequenom
	

	rs696
	0.44
	Haplotype tagging/3'UTR
	NFKBIA
	Y
	
	

	rs7152826
	0.38
	Haplotype tagging SNP
	NFKBIA
	Y
	
	

	rs730775
	0.421
	Haplotype tagging SNP
	NFKBIE
	Y
	
	

	rs7377680
	0.489
	Haplotype tagging SNP
	NFKB1
	Y
	
	

	rs7674640
	0.431
	Haplotype tagging SNPs, downstream
	NFKB1
	N
	Failed Sequenom
	

	rs8103315
	0.15
	Haplotype tagging SNP
	BCL3
	Y
	
	

	rs8904
	0.35
	3'UTR
	NFKBIA
	Y
	
	

	rs93059
	0.358
	Haplotype tagging SNP
	NFKB1
	Y
	
	


