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Figures

Supplementary Figure 1: Scatter plot of principal components 1 and 2
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Supplementary Figure 2: Scatter plot of principal components 1 and 3
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Supplementary Figure 3: Scatter plot of principal components 2 and 3
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Supplementary Figure 4: Scatter plot of principal components 2 and 4
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Supplementary Figure 5: Scatter plot of principal components 3 and 4
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Supplementary Figure 6: Scatter plot of principal components 5 and 6
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Supplementary Figure 7: Region plot of PKP4
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Supplementary Figure 8: Region plot of DPYD
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Tables

Supplementary Table 1:

Demographic and clinical information on the final

sample

Cases Controls
N 998 1,545
Sex (female/male) 914 / 84 868 /677
Age in years (SD) 29.58 (8.64) 4419 (13.24)
Comorbidity
Depression
(ves / no / missing) 666 / 262 / 40 -
Alcohol dependency
(yes / no / missing) 163/ 781 / 54 -




Supplementary Table 2: Association results for single markers

Markers are reported with p<1x10-°, and sorted according to chromosomal position. CHR = chromosome, BP = base pair position, A = allele, FRQ =

frequency, SNP = single nucleotide polymorphism, OR = odds ratio, INFO = imputation info score, SE = standard error, GT = genotyped, IMP =

imputed

CHR | SNP BP Gene Al A2 FRQ cases FRQ controls INFO OR SE P GT
1 rs187785463 98152125 DPYD A G 0.0531 0.0739 0.752 0.4935 0.1572 7.05E-06 IMP
1 rs6683957 98200719 DPYD A G 0.078 0.1128 1.002 0.6117 0.111 9.46E-06 IMP
2 rs57726666 16203326 GACAT3 A G 0.9407 0.9125 0.912 1.8855 0.1341 2.24E-06 IMP
2 rs78068563 16208690 GACAT3 A G 0.9397 0.9127 0.9227 1.8395 0.1324 4.19E-06 IMP
2 rs115689122 52606079 AC087073.1 A T 0.016 0.0054 0.7809 6.1189 0.4062 8.20E-06 IMP
2 rs62127626 52719291 AC139712.4 A C 0.0163 0.0057 0.7744 5.9639 0.3984 7.38E-06 IMP
2 rs150592717 89936117 T C 0.8884 0.869 0.3247 2.2187 0.1796 9.14E-06 IMP
2 rs4664975 159418438 PKP4 A C 0.4677 0.5152 0.8943 0.7399 0.0678 8.77E-06 IMP
2 rs3771608 159419739 PKP4 A C 0.5405 0.4847 0.9831 1.345 0.0646 4.42E-06 IMP
2 rs12052933 159420140 PKP4 A G 0.54 0.4841 0.9852 1.3451 0.0645 4.29E-06 IMP
2 rs10174340 159421412 PKP4 A T 0.54 0.4841 0.9856 1.3451 0.0645 4.27E-06 IMP
2 rs3771609 159422239 PKP4 T C 0.46 0.516 0.9859 0.7434 0.0645 4.25E-06 IMP
2 rs3771610 159422317 PKP4 A G 0.54 0.484 0.9859 1.3451 0.0645 4.25E-06 IMP
2 rs10187426 159425104 PKP4 A G 0.5399 0.4839 0.9869 1.3451 0.0644 4.21E-06 IMP
2 rs7577672 159429019 PKP4 A G 0.4748 0.5324 0.9886 0.7523 0.0643 9.56E-06 IMP
2 rs3771614 159430579 PKP4 T G 0.5318 0.4731 0.9904 1.3443 0.0643 4.26E-06 IMP
2 rs3771616 159430991 PKP4 A G 0.5318 0.4731 0.9903 1.3444 0.0643 4.23E-06 IMP
2 rs3821291 159431031 PKP4 A G 0.5318 0.4731 0.9903 1.3444 0.0643 4.23E-06 IMP
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Supplementary Table 3: Overview of Gene Set Excytosis (GO: 0006887)

SNP = single nucleotide polymorphism; BP = Base pair position; CHR = chromosome

Significant Genes SNP BP P-Value CHR Gene Start Gene End

YKT6 rs1004558 44240407  7,08E-05 7 44240567 44253893
NLGN1 rs9821957 173858380  4,30E-04 3 173114074 174004434
LIN7A rs17662201 81220111  6,04E-04 12 81186299 81331704
RABEPK rs393721 127985775 0,0045 9 127962821 127996437
RIMS1 rs6931045 72631747 0,0069 6 72596406 73112845
SYT1 rs10861133 79294033 0,0111 12 79257773 79845788
PKDREJ rs41302599 46657308 0,0126 22 46651560 46659219
CADPS rs11708441 62548081 0,0146 3 62384022 62861054
AKAP3 rs2074866 12680454 0,0151 7 4724674 4758213
SCIN rs55903142 160514 0,0161 17 12610203 12693228
RPH3AL rs1990313 4736086  0,0190 12 62293 236045
CPLX1 rs6816868 779670 0,0253 4 778745 819986
CCL8 rs8075846 32632483 0,0367 17 32646055 32648421
SEPTO5 rs1557627 19677207 0,0380 22 19701987 19712295
RAB26 rs36232 2199788  0,0397 16 2190804 2204166

Non-Significant

Genes

SCRN1 rs1049394 29960804  0,0554 7 29959719 30029905
CPLX2 rs1544923 175268492  0,0563 5 175223313 175311023
ARFGEF2 rs1997850 47526360 0,1248 20 47538427 47653230
CCL5 rs1065341 34198593 0,1940 17 34198495 34207797
ARFGEF1 rs10957384 68219564  0,2926 8 68085747 68255912
VAMP3 rs2071987 7834026  0,4460 1 7831329 7841492
CCL3 rs9972960 34420079  0,5845 17 34415602 34417515

Genes without

mapped variants
SYTL4 No Variant
VTI1B No Variant

SYTLA No Variant




Supplementary Table 4: Association of polygenic risk scores for Bipolar
Disorder (BIP), Schizophrenia (SCZ), and Major Depressive Disorder (MDD)

with Borderline Personality Disorder case control status

R? = Nagelkerke’s R?, N SNPs = Number of included SNPs

P-value BIP scz MDD

threshold | NSNPs  R2 P N SNPs  R? P N SNPs  R2? P

5%108 17 6.09E-05 0.74481 108 0.00493 0.00337 0o - -
0.000001 73 0.00031 0.46040 246 0.01009 2.70E-05 5 1.49E-05 0.87201
0.0001 556 0.00310 0.02005 1,278 0.02211 4.78E-10 125 0.00012 0.65288
0.001 2,180 0.00497 0.00324 3,419 0.02993 4.04E-13 784 0.00468 0.00431
0.01 9,408 0.00670 0.00063 10,649 0.02929 7.23E-13 5,010 0.01211 4.20E-06
0.05 27,346 0.00691 0.00051 24,741 0.02714 5.04E-12 16,687 0.02115 1.14E-09
0.1 43,365 0.00731 0.00036 35,710 0.02757 3.40E-12 27,188 0.01736 3.52E-08
0.2 67,753 0.00856 0.00011 51,621 0.02765 3.18E-12 43,315 0.01841 1.36E-08
0.5 116,624 0.00778 0.00023 80,828 0.02993 4.03E-13 73,493 0.01515 2.64E-07
1 154,455 0.00670 0.00063 101,718 0.03062 2.17E-13 94,078 0.01511 2.73E-07
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