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HCV_2378 1 None Yes 11675
HCV_2379 2 1/100 Yes 7817
HCV_2380 3 1/10K Yes 71
HCV_2386 4 None No 10842
HCV_2387 5 1/100 No 4398
HCV_2388 6 1/10K No 80
HCV_2384 1 None Yes 8032
HCV_2392 2 None No 7549
HCV_2381 1 None Yes 5761
HCV_2382 2 1/100 Yes 2647
HCV_2389 3 None No 7089
HCV_2390 4 1/100 No 2147
HCV_2385 1 None Yes 5769
HCV_2393 2 None No 6829
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