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Supplementary Figure 1. Correlation of SILAC ratios between replicates for the
nucleus, cytoplasm and total (C&N) samples. Proteins with = 3 ratio counts in
both replicates are included. With the exception of a handful of outliers with low

ratio counts and low recorded MS intensity, correlation between replicates is
high.



19" (=/"(8( &09\., /&/, 98" (&

;1:1,8.12/,(. & &09., /8, 98" (&

R PR -.% TR K", % %) BAYR-.% + %) WR0.%
o -
ol x /01/8% "o
6 6
&% &%)
=<0% B
&4 06; % x 14806 2 8<: 88% 24580412(3"%
. &0, / ’ x‘o;
& 1% % (71"%056( % 8% T
s oy * * ¥ [ w R 3
® " P! e -
% % !-lWW“*#* pe % bt WWW S e——.
=1 % 6/* 204 ! 5% 67888% ' 2>78%
T B/, ggng 18961 <67$7% w «
18#6%] ?3; $<% 1845% ) 9:5%
o] 1o
PR - sacimane @BC@BYE D22, %%# ' "% PR e P@BCATEC., 1,95, %% # & %
5% " 169%
&% &% &'% &' % &% & % &'% &' %
.(5"<}:1 0% 890!01 & &09.., /&/,98"(& ; " HG==, [, "0:  &09., /8/, 98" (&
o ) B KL %+ )RR % " < HBR%- K T RO
6 6
"og o
&% &%
%, 8% 0(2": 4% 8% 97:87% 41 sen
:‘; " 5% 34:% } o 15648 113( 8k :
& wroeeo ﬁ-#‘*ﬁ-w?w;qw—x - - [y S ,_”M Jiu:— ?ug!-,ﬂmmw----x-- -
# 1 45%, " N I 5% o " e
- 189%] oL+ ("% 56)7 2&% 24+8% 18%1 95187 $% o
185%1 213%4% 59) % 1845%!
ol ol
;ﬁ/u "' F%B>AD=HBI % 5 <= 7=9@%., 0,960, %% # S/ % ;$A 80; %GBE-HI % <=H>R@BW@O T %% # 85%
1"#% "%
&% &% &'% &' % 8% & % &'% &' %
(371 8§09, /8, 98" (& 5"l & ['>2"1 . 8 &09L, /&), 98" (&
o X ) B %R % + ) %S % e X %1%, % % FROV6 + %%, H281%
3
"% ol
8i5%1 5%
%, 841 (238% 8061
& % ' gor] +875%  67.895%
- (23"94018% %
& %o ot i o Bt - e omEM - Ko - g o - [ 72 R i el e T
b8
#1591 I #5%1 g =
B lgya' 105 69 ggan | TZ'/D T (3: +8&% e
Vo 7 % ! /o 0
185% 18E6%1
!”0— !Iyn,
w;s/a - - %=@<R @% 15 <= ><RB, A B B% B 9% “'tSA $29%¥) € 1€1% @A B A/SBBLIER 1Bl 2%
1" 1% 6
&% &% &'% &' % &% &% &'% &' %

-/, #. 801 2. /8 RE67§, 8" &"0( % &

-/, #. 801 2. [83RE67§, 8" &"0( % &

Supplementary Figure 2. Analysis of the enrichment of the nuclear fraction. Plots of logx(fJ/fy) as a
function of the average number of SILAC ratio counts over the nucleus and total data sets for proteins
with GO annotation to the indicated subcellular organelles. For each of the subcellular organelles, the
set of proteins was divided into two groups: (a) those annotated to the location and the nucleus (red
data points); and, (b) those annotated to the location, but not to the nucleus (blue data points). The
number of proteins in each set is indicated in the legend at the top of each plot. For each organelle only
a minority of proteins show appreciable changes in the fraction of the protein in the nucleus for
oxidative stress (f;) compared to control cells (f,). Both increases and decreases in nuclear fraction are
seen for cells subjected to oxidative stress, but the average over all proteins is logx(f/f,) ~ 0 for all
organelles. There is no discernible difference between proteins that are/are not also annotated to the
nucleus. The pattern for all organelles is consistent with appreciable nuclear redistribution for a small
set of specific proteins from each organelle. The data also suggests that current GO annotations
underestimate the number of different proteins in the nucleus of IMR90 cells.



Untreated IMR90 Treated IMR90 Untreated IMR90

Treated IMRO0

DAPI Mitotraker-Deep redFM Anti-ATP5A1

DAPI Mitotraker-Deep redFM Anti-ALDH18A1 Merge

Supplementary Figure 3. Confocal immunofluorescence imaging of ATP5A1 (top
panels) and ALDH18A1 (bottom panels) for IMR90 cells with/without treatment with
tert-butyl hydrogen peroxide. Nuclei were stained with DAPI and mitochondria with
Mitotracker Deep red FM. The proteins were visualized with the same fluorescent
secondary FITC antibody (see Materials and Methods).



