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M1:¢.943G>T (p.Glu315%) M2: ¢.495G>A (p.Leu167Glyfs*3) M3: ¢.1002dupA (p.Val335Serfs*13)
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(p.[Val166Lysfs*3; Val191Lysfs*3]) M6: ¢.427C>T (p.Arg143*) M6: ¢.427C>T (p.Arg143*) M7: c.617C>A (p.Ser206*)
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